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We compare the Traf6 gene between mice anq other mammgls to gather a .\ ) GFP uptake is limited or impossible with the deletion of CTCF.
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Figure 8. Histogram of Results

Using a histogram, we are able to identify
baseline control metrics of expected GFP.
This enables our experiment to proceed
with the knowledge that our KO lines
indeed have detectable levels of GFP.

Figure 4. Transgenic stem cells and mouse lines. A) Heterozygous mTRAF6
We generated two sets of transgenic mouse cells .

A) The control group “mTraf6” only has GFP inserted after the
first exon of TRAFG.
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B) The experimental group “hTraf6” contains the human B) Heterozygous hTRAF6 SN NS—
segment of TRAF6 T e e
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